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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 3 2,34 8 



DATE: 12/21/2000 
TIME: 09:05:58 



EIMTERE 



Input Set : A:\sequence listing.txt 
Output Set: N:\CRF3\12212000\I732348.raw 



C--> 



7 
9 



3 



<:uo> 

<120> 
<13(» 
<140> 



APPLICANT: Yen Choo, et al. 

TITLE OF INVENTION: Regulated Gene Expression in Plants 
FILE REFERENCE: 674538-2001 

CURRENT APPLICATION NUMBER: US/09/7 32 , 34 8 




C--> 9 <141> CURRENT FILING DATE: 2000-12-07 

9 <160> NUMBER OF SEQ ID NOS : 21 
11 <170> SOFTWARE: Patent! n version 3.0 

13 <210> SEQ ID NO: 1 

14 <21.1> LENGTH: .17 
.15 <212> TYPE: DNA 

16 <213> ORGANISM: Artificial Sequence 

18 <2 20> FEATURE : 

19 <2 21> NAME/KEY: mi.sc_f ea Lure 

20 <222> LOCATION: (1)..(14) 

21 <223> OTHER INFORMATION: Plant: trans Lat ionai initiation context sequence 
24 <4 00> SEQUENCE: I 

2 5 aaggngatat aaoaatg 17 
2fi <210> SEQ ID NO: 2 

2 9 <211> LENGTH: 10 

30 <2I2> TYPE: DNA 

31 <213> ORGANISM: Artificial Sequence 

33 <220> FEATURE: 

34 <221> NAME/KEY: misc_f eature 

3 5 <222> LOCATION: (1)..(7) 

36 <223> OTHER INFORMATION: plant translations .1. initiation context sequence 
39 <4 00> SEQUENCE: 2 

4 0 gtcgaccatg 10 
4 3 <-210> SEQ ID NO: 3 

4 4 <211> LENGTH: 6 0 
4 5 <2'L2> TYPE: DNA 

46 <213> ORGANISM: Artificial Sequence 
4H <220> FEATURE: 

4 9 <221> NAME/KEY: mi.sc_f ea Lure 

50 <222> LOCATION: (1)..(60) 

51 <22 3> OTHER INFORMATION: oligonucleotide 
54 <4 00> SEQUENCE: 3 

5f> ctcctgcagt tggacctytg ccatggccgg ctgggccgca tagaatggaa caactaaagc 60 

58 <210> SEQ ID MO: 4 

59 <2I1> LENGTH: 995 

60 <212> TYPE: DNA 

61 <213> ORGANISM: Artificial Sequence 
6 3 <220> FEATURE: 

64 <221> NAME/KEY: misc_feature 

65 <2 2 2> LOCATION : ( ] 5 ) . . ( 1 7 ) 

66 <22 3> OTHER INFORMATION: tra nslat ional initiaLlng ATG 

69 <220> FEATURE: 

70 <221> NAME/KEY: misc_f eature 
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RAW SEQUENCE LISTING DATE: :i 2/21/2000 

PATENT APPLICATION: US/09/732,34 8 TIME: 09:05:58 

Input Set : A:\sequence listing.txt 
Output Set: N:\CRF3\12212000\I73234 8.raw 

71 <222> LOCATION: (16).. (416) 

72 <223> OTHER INFORMATION: Fingers 1 to 4 of TFII1A 
7 5 <220> FEATURE: 

76 <221> NAME/KEY: ni.isc_featu.ro 

77 <222> LOCATION: (308).. (416) 

78 <223> OTHER INFORMATION: spacer 

81 <220> FEATURE: 

82 <221> NAME/KEY: misc_ feature 

83 <222> LOCATION: (417).. (689) 

84 <223> OTHER J.NFOR14ATION : three fingers of zinc fingers protein Zif:268 

87 <220> FEATURE: 

88 <221> NAME/KEY: mi sc_f ea tu re 

89 <222> LOCATION: (701).. (722) 

90 <22 3> OTHER INFORMATION : Nuclear Localization Signal 

9 3 <220> FEATURE: 

94 <221> NAME/KEY: m.i sc_f ea ture 

95 <222> LOCATION : (957).. (986) 

96 <223> OTHER INFORMATION: C-myc tag 
99 <4 00> SEQUENCE: 4 

10 0 tetagageqe cgccatqgga qagaaggege tgccggtggt gtataagcgq tacatctget 60 
102 ctttcgccga ctgcggcgct gcttataaca agaactggaa actgeaggeq catctgtgea 120 
J 04 aaeacacagg agagaaacca tttccatgfa aggaagaagg atgtgagaaa ggefcttaect 180 
10 6 cgcttcatca cttaacccgc cactcactca ctcatactgg cgagaaaaac ttcacatgtg 24 0 
108 acteggatgq algtgacttg agatttacta caaaggcaaa catgaagaag cactLtaaca 300 
110 qattccataa catcaagatc tgcgtctatg tgtgccattt tgagaactgt ggcaaagcat 36 0 
112 tcaagaaaca caatcaatta aaggttcatc agttcagtca cacacagcag ctgcegtatg 4 20 
114 cttgccctgt cgagtcctgc gatcgccgct tttctcgctc ggatgagctt acccgccata 4 80 
.110- tccgcatcca cacaggccaq aagcccttcc agtgtcgaat ctgcatgcgt aacttcagtc 54 0 
118 gtagtgacca cct.taccacc cacatccgca cccacacagg egagaagect tttgcctgtg 600 
120 acatttgtgg gaggaagttt gecaggagtg atgaacgcaa gaggcatacc aaaatccatt 660 
122 taagacagaa ggacgcggcc gcactcgagc ggaattcegg cccaaaaaag aagagaaagg 720 
124 tcgccccccc gaccgatgtc agcctggggq acgagctcca ettagaegge gaggacgtgg 780 
126 egatggegea tgccgacgcg ctagacgatt: tcgatctgga catgttgggg gaeggggatt 84 0 
128 ccccggggcc gggatttacc ccccacgact ccgcccccta cggcgctctg gataeggecg 900 
130 acttcgagtt tgagcagatg tttaccgatg cccttggaat tgacgagtac ggtggggaac 960 
132 aaaaacttat ttctgaagaa gatctgtaag gatcc 99 5 

13 5 <210> SEQ ID NO: 5 

136 <211> LENGTH: 94 7 

137 <212> TYPE : DNA 

.133 <213> ORGANISM: Artificial Sequence 

14 0 <220> FEATURE: 

141 <221> NAME/KEY: inisc_f eature 
14 2 <222> LOCATION: (723).. (9 08) 

143 <223> OTHER INFORMATION: transac tivation domain oC VP64, other features except c-myc tag ( 
14 4 listed below) same as SEQ ID NO: 

14 7 <2 2 0> FEATURE: 

148 <221> NAME/KEY: misc_f eature 

149 <222> LOCATION : (909).. (938) 

150 <2 2 3> OTHER INFORMATION : c-myc tag, other features except transac tivation domain VP64 (lis 
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RAW SEQUENCE LISTING DATE: .12/21/2000 

PATENT APPLICATION : US/09/7 32 , 34 8 TIME : 00:05:58 

Input: Sot : A:\sequence listing.txt 
Output Set: N:\CRF3\12212O0O\l73234 8.raw 

151 ted above) same as SEQ ID NO: 

15-1 <400> SEQUENCE: 5 

155 tctagagcqc cgecatqgga qagaaggcgc tgcuggtggt qlataaqcgg tacaLctgct CO 
157 ctttcgccga ctgcggcgct gcttataaca agaactggaa actgcaggcq catctgtyca 3 20 
159 aacacacagq aqagaaacca tttccatgta agguagaagg atgt.gagaaa gqctttaccr. 180 
161 cgctLcatca cLtaacccgc cactcactca ctcatactgg cgagaaaaac ttcacatgtg 2 40 
163 actcggatqg atgLgacttg agatttacta caaaggcaau catgaagaaq cactLlaaca 300 
165 gatt.ccataa catcaagatc tgcgtctatg tgtgccattt tgagaactgL ggcaaagcat 360 
167 tcaagaaaca caateaatta aagqttcatc agttcagtca cacacagcag ctgccgtatg 4 20 
169 cttgccctgt cgagtcetgc gatcgccgcL tttctcgctc ggatgagctt accngccata 4 80 
171 r.ccgca Lcca cacaggccag aagcccttcc agtqtcgaat ctgcatgcgt aacttcagtc 54 0 
17 3 qtaqtgacca cctUccauc cacatccgca cccacacagq cgagaagcct tttgcctgtq 6 00 
175 acatttgtgg gaggaagttt gccaggagtg atgaacgcaa gaggcaLacc aaaatccatt 660 
177 taagacagaa ggacgcggcc gcactcgaqc ggaattccgg cccaanaaag aagagaaagq 720 

17 9 tcgaacttca gctgacLtcg gatgcah.tag dlyactlLga cLtagatiatg ctaggatctg 7 80 
181 acgcgctaga egatttcgat ctggacatgt tggqcaqcga tgctctagac gatttcqatt 840 
183 tagataLgct tggotcggat gccctggatg acttcgacct cyaeatgcty tcaagtcagc 900 
185 tgagccagga acaaaaactt atr.tctgaag aagatcLgfca aggatcc 94 7 

18 8 <210> SEQ ID HO: 6 

189 <211> LENGTH: 14 

190 <212> TYPE: DNA 

191 <213> ORGANISM: Artificial Sequence 
1.93 <220> FEATURE : 

194 <221> NAME/KEY: misc:_f eature 

195 <222> LOCATION: ( 1 ) . . ( I 4 ) 

196 <223> OTHER INFORMATION: plant translatioaal initiation context sequence 
1.99 <400> SEQUENCE: 6 

200 aaggagatat aaca 14 
20 3 <210> SEQ T.D NO: 7 

204 <211> LENGTH : 2 9 

205 <212> TYPE: DNA 

206 <213> ORGANISM: Artificial Sequence 

208 <220> FEATURE: 

209 <221> NAME/KEY: protein_bind 

210 <222> LOCATION : (1)..(29) 

211 <223> OTHER INFORMATION: target DNA sequence 

214 <400> SEQUENCE: 7 

215 tgcgtgggcg tgtacctgga tgggagacc 2 9 

218 <210> SEQ ID NO: 8 

219 <211> LENGTH: 3 5 

220 <212> TYPE : DNA 

221 <213> ORGANISM: Artificial Sequence 

223 <220> FEATURE: 

224 <221> NAME/KEY: misc„feature 
22 5 <222> LOCATION: {!)..( 35) 

226 <223> OTHER INFORMATION: forward primer 
229 <400> SEQUENCE: 8 

2 30 ccacgcgLcc ntgggagaga aggcgctgcc ggtgg 35 
233 <210> SEQ ID NO : 9 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 3 2,34 8 



DATE: .12/21/2000 
TIME: 09:05:58 



Input: Set : A: \sequence listing . txt 
Output Set: N:\CRF3\12212000\I732348.raw 



2 34 <211> LENGTH: 4 4 

235 <212> TYPE : DNA 

236 <2i3> ORGANISM: Artificial Sequence 

238 <220> FEATURE: 

239 <22I> NAME/KEY: misc_f eature 
24 0 <222> LOCATION : ( 1 ) . . ( 4 4 ) 

241 <223> OTH EK in FORMAT J ON: reverse primer 
24 4 <4 00> SEQUENCE: 9 

24 5 ccactagtcc ttaoayatct tcttcagaaa taagtttttg ttcc 4 4 

24 8 <210> SEQ ID NO: 10 
24 9 <211> LENGTH : 14 8 

250 <212> TYPE: DNA 

251 <2.13> ORGANISM: Artificial Sequence 

253 <220> FEATURE: 

254 <221> NAME/ KEY : m isc_f eature 

255 < 2 2 2> LOCATION : { 1 ) . . ( 1 4 8 ) 

256 <223> OTHER INFORMATION: Sense strand primer 
259 <400> SEQUENCE: 10 

26 0 cctctagatc ggtctcccat ccaggtacac gcccaegcaa gtcggtctcc catccaggta 6 0 

26 2 cacgcccacg caagtcqgtc tcccatccay gtacacqccc acgcaagtcy gtctcccatc 12 0 
264 caygtacacg ccoacgcaay aaycttcc -14 8 

267 <210> SEQ ID NO: 1.1 

268 <211> LENGTH: 14 8 

269 <212> TYPE: DNA 

270 <2I3> ORGANISM: Artificial Sequence 

27 2 <220> FEATURE: 

273 <221> NAME/KEY: mi sc_ feature 

274 <222> LOCATION: (1)..(148) 

27 5 <22 3> OTHER INFORMATION: antisense strand printer 
27 8 <4 00> SEQUENCE: 11 

27 9 ggaagctt.ct tgcgtgggcg tgt.acctgqa tgggagaccg acttcjcgtgg gcgtgtacct: 60 
28:1 ggatggqaga ccgacttgcq tgqgcgtgta cctygatgyg agaccgactt gcgtgggcgt 12 0 
283 gtacctgyat ggyagaccga tctagagg 148 

286 <210> SEQ ID NO: 12 

287 <211> LENGTH: 4 5 

288 <212> TYPE: DNA 

289 <213> ORGANISM : Artificial Sequence 

291 <220> FEATURE: 

292 <221> NAME/KEY: mi sc_ feature 

293 <222> LOCATION: (1)..{45) 

294 <223> OTHER INFORMATION: forward primer 

297 <400> SEQUENCE: 12 

298 ccagatctgg tctcccatcc aggfcacacgc ccacgcaaga tctcc 4 5 

301 <210> SEQ ID NO: 13 

302 <211> LENGTH: 46 

303 <212> TYPE: DNA 

304 <213> ORGANISM: Artificial Sequence 

306 <220> FEATURE: 

307 <221> NAME/KEY: m.i.sc_J: eature 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 3 2,34 8 



DATE: .12/21/2000 
TIME: 09:05:58 



Input; Set : A:\sequence listing.txt 
Output. Set: N:\CRF3\12212000\I732348.raw 



308 
309 
312 
313 



<22 2> LOCATION : ( 1 ) . . (4 6 ) 

<22 3> OTHER INFORMATION: reverse primer 

<400> SEQUENCE: 13 

gqagatcttg cgtgggcgtg tacctqgatg qgagaccaga tetegg 



316 <210> SEQ ID NO: 14 

317 <2.ll> LENGTH: 3 4 . 

318 <212> TYPE: DNA 

319 <213> ORGANISM: Artificial Sequence 

321 <22 0> FEATURE: 

322 <221> NAME/KEY: misc_f oature 

323 <22 2> LOCATION: (!)..{ 34) 

324 <223> OTHER INFORMATION: forward primer 

327 <4 00> SEQUENCE: 14 

328 ccccatggtg ageaagggeg aggagctgtt cacc 34 
331 <210> SEQ ID NO: 15 

3 32 <211> LENGTH: 3 5 
33 3 <212> TYPE: DNA 

3 34 <213> ORGANISM: Artificial Sequence 

33 6 <22 0> FEATURE: 

337 <221> NAME/KEY: misc_feature 

338 <222> LOCATION: (1)..{35) 

339 <223> OTHER INFORMATION: reverse pri.mer 

34 2 <4 00> SEQUENCE: 15 

34 3 ccgaattctt acttgtacag ctcytccatg ccgag 3 5 

34 6 <2.10> SEQ I'D NO: 16 
347 <21.l> LENGTH: 2 8 
34 8 <212> TYPE: DNA 

34 9 <213> ORGANISM: Artificial Sequence 

3 51 <220> FEATURE: 

3 52 <221> NAME/KEY: misc_fea ture 

353 <222> LOCATION: (1)..(28) 

354 <22 3> OTHER INFORMATION: forward primer 

357 <4 00> SEQUENCE: 16 

358 ccctcgagcg gggtaccgcg ggcccggg 28 

361 <210> SEQ ID NO: 17 

362 <211> LENGTH: 30 
36 3 <212> TYPE: DNA 

36 4 <213> ORGANISM: Artificial Sequence 

366 <220> FEATURE: 

367 <221> NAME/KEY: misc_ f'ea ture 

368 <222> LOCATION : ( 1 ) . . ( 3 0 ) 

369 <223> OTHER INFORMATION: reverse primer 
372 <4 0 0> SEQUENCE: 17 

37 3 cagttggaat beta gag teg cggccgctac 3 0 

376 <210> SEQ ID NO: 18 

377 <211> LENGTH: 3 8 

378 <212> TYPE: DNA 

37 9 <213> ORGANISM: Artificial Sequence 
381 <220> FEATURE: 
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VERIFICATION SUMMARY DAT 12 : .12/21/2000 

PATENT APPLICATION : US/09/7 3 2 , 34 8 TTMK : 09:05:59 

Input Set : A:\sequence listing.txt 
Output. Set: N:\CRF3\12212000\I73234 8.raw 

L:9 M:270 C: Current Application Number differs, Replaced Currant Application No 
L:9 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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